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Submission Form for & Structure Analysis
" Database Searches
explanation of input

Frotein structure to be examined:

{7 Coordinate file \./

Wait for page to update after you change the entry

8 aminoacid chains nin A5,
08 assembly; G-mer

Process ligands: I HCA ¥ CEM ¥ CLF ¥ CA
“ FS4 [ ADF Iv MG I+ ALF

Processing mode: [aute ~]
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Interfacing monomers
F Structure ~ Surface
| Range | Class : R .2 AG kcallM
e B | e N %“l SERE L I RsEE i y
E MM L | M ERL AR RS '-AEB_%-;?&Q :
1 | & & Protein | 3793 47873 1886 (416 € 10473 373 4411
w2 [ 6! Protein | 3793 | 478 | 1876 | 41 | 19438 & -441. 3
Average] 3193 | 478 | 1881 | 41k 1948571 -441.2
I [ B Protein | 4170 | 522 | 2833 | 465 23880.1 -406. 6
B (o b Pratein | 4170 | 522 | 2240 | 46 23907 4 -498.7
= Average) 4170 | 522 | 2235 | 465 838938 -498. 7
5 | B Protein | 2066 € 274 oy 1067 235 ¢ 11703 4  -268.0
8¢ E Protein | 2066 | 274 | 1055 | 237 11702, 7 -268. &
2 I R vy e} Proteinn | 2066 | 274 | 1064 | 237 11782 10 -3EE. 0
g | H Protein | 2066 | 274 | 1064 | 237 11714 4 -266. 0
= Average) 2066 | 274 | 1062 | 236 117106 -268. 1
9 | ¢ [HCAA434! Ligand | 14 1 13 = 3513
4 | 10 | ¢ [HCAJCA94| Ligand | 14 1 13 1 3E1.6
Average) 14 1 13 1 3515
11 | ¢ [CEM)&:A496( Ligand | 17 1 17 1 450, 6
5 | 12 | ¢ [CEMIC496| Ligand | 17 5 17 1 489.6
= Average) 17 1 17 1 400. 1
13 | ¢ |[CLE]A498] Ligand | 15 1 i5 1 454.0
B | 14 | ¢ [[CLFJCA498] Ligand | 1E 1 15 1 453, 9
Average) 15 1 15 1 453,19
15 | ¢ |[Calaa99 | Ligand | 1 1 1 1 84.9
7|16 | ¢ |[CAlC493 | Ligand | 1 5 1 1 84,8
| = Average; 1 1 1 1 g4.0
17 | ¢ |[E34]E:290 | Ligand | B 1 8 1 d0d. 4
8 | 18 | ¢ [[F84]G:290] Ligand | B 1 B 1 044
8 # ## #1 ( # <=
# # <+> # "
H # +?7<=@"@ A C#
B% (<<+"+C 1"
# 4 ## # # ,=<
# ,@D # # "
++=E@"<A ’ B% # (
,>/l 1||
6 # # Y# .- 48

% 9 # # "



EMBL-EBI i www.ebi.ac.uk

Solvent accessibility (x interface engaged in PQS[1])

B naccessible residues Solvent-accessible residues [l Interfa

## MonomerA ASp A e
| A 22 1= 08

1 | &:MET 4 gz.86 a.oo 0.00 0.0o0

2 | ALBER a 42,94 o.oo .00 0.0o00

3| AARG & 65.41 0.00 0.00 a.00

4 | ALy 7 111.20 0.00 0.00 0.00

a3 | AiGLU ) G9d.55 0.o0 0.00 0.00

b | &rVAL 4 3.52 0.o0 0. o0 0.00

T | A:GLIT 10 g0.74 0.a0 .00 0.0o0

8 | &:8EE 11 S5 .00 a.0o 0. 00

9 | &:LEY 12 9.52 Q.00 a.0o 0.00

10 | ASILE 13 5.386 a.oo a.0ao a.o0

11 | AN 14 g1.73 0.0o 0.00 o.00

12 | a:GLU 15 9d . 21 0.00 0. 00 0.00

13 | A:wval, 16 5.02 g.oo 0.00 a.o0

14 | &a:LEU 17 2.01 0.00 0.oo 0.0o

0.00 0. a.00

15 | &:GLU 18 133.14

.00

RG 25 TER

: 0.00 o
23 | A:LYS 26 12198 0.00 0,00 0.00
24 | B:ASE 27 56.03 0.o0o0 o.oo 0.00
25 | BiARG 28 3.87 0.00 0.00 0.00
26 | AASN 29 44 . &0 o.00 0.00 0.00
27 | &:L¥s 30 54.50 0.0o 0.00 0.00
8 | A:HIS a1 Z .75 0.00 0. 00 0.00
79 | A:LEU 32 1.97- 0.00 D.DD 0.00
30 | A:ALE o. 0.00 o. 0.00
31 2 VAL g. 0.00 o. 0.00
BIASD - dd.6B 0.00 ’
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Found interfaces
#a Strucfure ‘II L, Interface | i A6 NN e
Id NN «»| Range |'N_/'N_ Range | area, A* | kcallM P-value "B S8 DS
1V e LD 369 ] 119 [o] | & | 4367.5 | |-54.3 ) o©0.011 |[|se] |18 0| D0.551
1 2 | E a7d | 120 [ & A 4360.2 | -54.4 0.010 | 55 [ 17 0| 0.551
4363.9 | -54.3 0.011 | 56 | 1& 0 | 0.551
2l B e B 322 T E 2B72.0 | -21.4 0.430 | 48 | 32 0| 0.724
& | H 251 66 | ¢ el 2335.1 | -12.4 0.400 | 31 | 15 0 | 0.302
2 5 (e F 248 86 | 4 E 2321.0 | -12.4 0.398 | 31 | 14 0 | 0.302
2328.0 | -12.4 0.399 | 31 | 1§ 0 [ 0.302
B |4 B 140 37 [ & i 12B8.3 | -15.5 Badrl | i 8 0 | 0.306
4 7 | 5] 137 36 | ¢ A 1283.3 | -15.3 0.181 | 18 7 0| 0.306
1285.8 | -15.4 0.179 | 17 7 0 | 0.308
8 | e G 69 19 [ § 5] 554.0 1.5 0.724 5 3 0 | 0.004
RS E 71 19 [ % B 549.2 1.4 0.703 5 4 0 | 0.004
551.6 1.4 0.713 5 a 0| 0.004
10 | ¢ E 61 19 [ ¢ A 514.0 -1.5 | 0.599 4 3 0| 0.027
gl 71 | & H &0 19 | ¢ i 506.8 -1.8 0.576 a4 g 0 | 0.027
510.4 -1.7 0.588 a 4 0| 0.027
S F 52 16 | & B 417.6 -7.8 0.088 4 2 0 | 0.030
RN H 51 7| & 5] 405.0 -7.5 0.095 5 1 0 | 0.030
a11.3 -7.6 0.091 5 2 0 | 0.030
14 | e G 49 15 [ ¢ % 392.9 -6, 7 0.112 4 Z 0 | 0.056
g 35 | ¢ E a8 15 [ ¢ A 380.0 -6.7 0.109 4 2 0 | 0.056
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