Saturday May 10th
15:00 –15:05 



Introductory remarks

5’ 




Kristina Djinovic Carugo

15:05 - 15:45



Opening lecture

Chair: Kristina Djinovic Carugo

40’
Terry Brown


From DNA Sequence to Protein Structure

15:50 – 17:20



Samples: recombinant expression and sample quality 

Chair: Andrea Musacchio

30’
Christian Kambach

Expression Strategies: Expression Systems, Tags and Coexpression
30’
Imri Sinning


Expression of GPCRs in the eye of Drosophila melanogaster
30’
Ulf Nobbmann


Protein Characterization by Light Scattering

17:20 – 17:40



Coffee Break
17:40-18:25 



Structures

Chair: Irmi Sinning

40’
Andrea Musacchio

Structure and Function of the Spindle Checkpoint Complex Mad1-Mad2

18:30 -19:10



EM tomography

Chair: Irmi Sinning

40' 
Wolfang Baumeister

Electron Tomography: towards visualizing supramolecular architecture 

inside cells

Sunday May 11th
9:00-11:00



Data, structure solution, refinement

Chair: Andrew Leslie 

30’
Clemens Schultz

Exploiting SR Phase Space Properties for Better Data
30’
Jules Hendrix


About Detector Requirements for Protein Crystallography 

30’
Andrew Leslie


Design of the Diffraction Experiment

30’ 
Phil Evans


Data Processing

11:00-11:15



Coffee Break
11:15-13:15



Data, structure solution, refinement

Chair: Phil Evans 

30’
Thomas Schneider

1) MAD Phasing - The Basics   

30’
Richard Tyrrell


Extension of Home Laboratory Phasing Capabilities using Chromium Radiation

30’
Airlie McCoy


Maximum Likelihood Molecular Replacement

Lunch in Villa Olmo

15:00 - 17:00 



Poster session I

17:00-17:20



Coffee break

17:20 – 19:50



Software, validation, High resolution structures

Chair: Thomas Schneider

30’ 
Garib Murshudov

Basic Principles of Macromolecular Refinement

30’
Alwyn Jones


Interactive Electron Density MAP Interpretation

30’
Gerard Kleywegt

Just because it's in Nature, doesn't mean it's true...

30’
Claude Lecompte

Ultrahigh Resolution X ray Crystallography; Refinement and Calculation 

of Electrostatic Properties


Monday May 12th
9:00-11:00



HTP

Chair: Udo Heineman

40’
Dmitrij Frishman

Target Selection for Structural Genomics

40’
Par Nordlund


Towards high-output Protein Production Technologies for Structural 

and Functional Proteomics 

40’
Valérie Campanacci

Structural Genomics Laboratory Scale

11:00-11:30 



Coffee break
11:30-13:00



HTP

Chair: Victor Lamzin

30’
Jan Lowe


Routine Nanolitre Protein Crystallisation

30’ 
Julie Wilson


Automated Evaluation of Crystallisation Experiments

30’ 
Anne Poupon


HalX: an Electronic Labbook for Small to Large Labs


Lunch in Villa Olmo

15:00-17:00



HTP

Chair: Andrew Leslie

30’
Victor Lamzin


Automated Data-Collection: Philosophical Approach 

30’
Ed Mitchel


Automatic Data Collection: Real Samples on Real Beamlines 

30’
Gerard Bricogne

Generation and Flow of Experimental Phase Information in Structure 

Determination: Recent Enhancements in SHARP 2.0 and autoSHARP, with applications

30’
George Sheldrick

High-Throughput Phasing with SHELXD and SHELXE

17:00-17:30



Coffee Break
17:30-19:00



HTP

Chair: Jan Lowe

30
Tassos
Perrakis

Everything you always wanted to know about ARP/wARP (and were afraid to ask)

30’
Udo Heineman


Structural Genomics of Human Proteins within the Protein 

Structure Factory: Concepts, Facilities, First Results

30’
David Stuart 


Overview of SPINE: Structural Proteomics in Europe

19:00-19:30



CCD Detectors

30’
Eric Hovestreydt

In-House Phasing with CCD Detectors

 Tuesday, May 13th
9:00 - 10:30



EM/Small Angle Scattering

Chair: Par Nordlund

30' 
Ulrich Gohlke


Structure Analysis of Proteins by Electron Microscopy 

30’
Werner Kuehlbrand

Structure and function of membrane transport proteins studied by 

electron cryo-microscopy 

30’
Dimitri Svergun

Small-angle X-ray and Neutron Solution Scattering from Biological Macromolecules

10:30-10:50



Coffee Break
10:50-13:00



Structures

Chair: Hans Brandstetter

30’
Eric Huizinga


Blood-platelet Adhesion mediated by VWF/GpIb(alpha): a delicate 

Balance between too little and too much

30' 
Robert Robinson

Structural Insights into Actin-Based Cell Motility




30’
Stefania DiMarco

Crystal Structure of the Quorum Sensing Protein TraR bound 

to its Autoinducer and Target DNA




30’
Miquel Coll


DNA Transfer Machinery



Lunch in Villa Olmo

15:00-17:00 



Poster session II

17:00-17:15



Coffee break

17:15-20:00 



Structures

Chair: Stefania DiMarco

30’
Hans Brandstetter

Crystallography, Structures and Mechanism of the Tricorn Protease 

and related Dipeptidyl peptidase IV





20’
Alexandre Blanco

Tandem DNA Recognition by two-component Response Regulator PhoB

20’ 
Michael
 Hennig


Structural Basis of Proline Specific Exopeptidase Activity as Observed 

in Human Dipeptidyl Peptidase - IV

20’ 
Sheelan Jamal


Structural Specificity of Carbohydrate Binding Molecules

18:45-19:00



Break

20’ 
Jochen Wuerges 

Crystal Structure of Nickel Containing Superoxide Dismutase

20’ 
Sozanne Solmaz 

Electron Transfer between Cytochrome bc1 Complex and Cytochrome c

20’ 
Isabel Uson Finkenzellers
Fragment Search and High Resolution Structure Solution

Wednesday May 14th
9:00 – 10:55 



Structures

Chair: Robert Robinson 

30’
Claudia Binda


Structure of the Outer-Membrane Mitochondrial Monoamine 

Oxidase B at 2.3 Å resolution

30’
Chris Oubridge


Structure and assembly of human signal recognition particle

15’
Ken Rosendal


Structural Insights in Archaebacterial SRP
20’
Marco Nardini


CtBP/BARS: a dual-function protein involved in transcription 

co-expression and Golgi fission.

20’
Leslie David Burtnick

Ca2+-induced Exposure of the Actin-binding Sites on Gelsolin





10:55-11:15



Coffee break

11:15-12:00



Closing lecture

Chair: Kristina Djinovic Carugo
45’
Kim Henrick


E-MSD: the European Bioinformatics Institute Macromolecular 

Structure Database

5’         Phil Evans


Concluding remarks
