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X-ray fluorescence emission 
analysis of protein crystals
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why Xfe-spectra?

• useful for new projects (substructure)

• quick check for HA presence

• easy check for ‘exclusive’ binding
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why Xfe-spectra?

• useful for new projects (substructure)

• quick check for HA presence

• easy check for ‘exclusive’ binding

• quick

• non (little) “destructive”

• higher sensitivity than absorption edge scans

• applicable also on fixed wavelength beamlines



Slide: 4

why Xfe-spectra?
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general sample environment
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Xfe-spectra
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Xfe-spectra

also possible with  - ‘bad’ crystal
- protein solution
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Xfe-spectra
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Xfe-spectra
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Xfe-spectra
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Xfe-spectra
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Xfe-spectra
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Xfe-spectra
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Xfe-spectra
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Conclusion

• quick

• high sensitivity

• useful with  I) new projects

II) rapid check for HA presence (when “back-soaked”)

• completely integrated into beamline software

• easy to use / user friendly


