MAXINF2 Integration Workshop & Coordination Meeting

Grenoble, November 28th – 29th 2007

	Wednesday, November 28th

	
	

	13h50-14h00
	
	Welcome to the Workshop

	14h00-15h40
	Session 1:Beam-lines for Structural Biology

	14h00-14h20
	Liz Duke
	Diamond

	14h20-14h40
	Andy Thompson
	Soleil

	14h40-15h00
	Thomas Scheider
	Petra III

	15h00-15h20
	Ed Mitchell
	Upgrade program at ESRF

	15h20-15h40
	Petra Pernot
	SAXS/SANS in Grenoble

	15h40 – 16h00 
	Coffee Break

	16h00 – 18h00
	Session 2: Techniques

	16h00-16h20
	Martin Weik
	In situ spectroscopy on MX beam-lines

	16h20-16h40
	Dominique Bourgeois
	The Grenoble Cryobench

	16h40-17h00
	Clemens Schulze-Briese
	Pilatus detector

	17h00–17h20
	Christoph Müller-Dieckmann
	Fluroescence analysis of crystals at the beam-line

	17h20-17h40
	Andre Mitschler
	High resolution X-Ray data collection from helium to room temperatures
            temperatures

	17h40-18h00
	Gordon Leonard
	Remote Access at ESRF 

	19h30-
	Dinner


Lectures will take place in xxxxxxxxxxxxxxxxx

	Thursday, November 29th

	9h00 – 10h30
	Coordination Meeting (closed; see separate agenda)

	10h30 – 11h00
	Coffee Break

	11h00 – 12h40
	Session 3: Automation/Standardisation

	11h00-11h20
	Bernard Lavault
	Automatic Crystal Centering

	11h20-11h40
	Xavier Thibault
	Data Collection Pipeline

	11h40-12h00
	Jean-Luc Ferrer
	Automation at FIP

	12h00-12h20
	Reint Boer Iwema
	Remote automated SAD/MAD structure solution with the Crank web

            server

	12h20-12h40
	Uwe Müller
	The Development of a Standardized Data-Backup System for Protein Crystallography

	12h40 – 14h00
	Lunch 

	14h00 – 15h40
	Session 4:  Software Cooperation

	14h00 – 14h20
	Olof Svensson
	Plans for DNA 2

	14h20 – 14h40
	Stephanie Monaco
	ISpyB

	14h40 – 15h00
	Saha Popov
	BEST

	
	
	

	
	
	

	15h40 – 16h00
	Concluding remarks

	16h00
	End of Meeting 


Lectures will take place in xxxxxxxxxxxxx
